The primary sequences of all the tRNA precursors which contain intervening sequences and which accumulate in the Saccharomyces cerevisiae rnal mutant are presented.
INTRODUCTION
Transfer RNA splicing in the yeast Saccharomycea cerevisiae has been well described in recent years. The initial report by Goodman et al. (1) showed that three different tRNA Tvr genes are not colinear with the mature RNA product but contain an intervening sequence of 14 base pairs (bp) interrupting the anticodon loop. The sequence of an ochre suppressor allele (SUP4) of one of the tRNA^y r genes was shown to contain the same intervening sequence, thus providing good evidence that removal of the intervening sequence was a necessary step in the biosynthesis of the mature suppressor tRNA.
Subsequently, three tRNAP" e genes were shown to contain intervening sequences of 18 or 19 bp (2) bearing no obvious homology to the tRNA^y r intervening sequence other than in their position with respect to the mature RNA sequence.
The discovery that tRNA precursors accumulate in the yeast rnal mutant (3) prompted a detailed investigation into the identity of these precursors and an analysis by RNA fingerprinting of the precursor-specific sequences (4) . The identities of individual precursors were confirmed in some cases by hybridization to a collection of I!, coli recombinant plasmid clones containing known tRNA genes (5) . In this way, five known CRN As, including tRNA T y r and tRHA 1 * 6 ; were shown to accumulate as precursors in the rnal mutant. By fingerprint analysis, it was shown that the precursors to tRNA Enzymatic sequencing of pre-tRNA^i. Pre-tRNAL<r|J, labelled at the 3' end was subjected to limited hydrolysis by a variety or reagents according to standard procedures (15,16,17) .
RESULTS

Isolation
Following separation of the products by gel electrophoresis, the sequence was read directly from the autoradiograph. The portion of the autoradiograph shown corresponds to the intervening sequence which is presented in bold type.
A brief portion of the mature sequence is also shown.
The single sequence heterogeneity detected within the intervening sequence is indicated.
The nucleases used in sequencing are as follows:
U2-RNase U2 (1 x 10" 
